RS/ LEYE Evolutionary Genetics

%} H = — K(Course Number) 20DGE016
B ERFE R School of Life Science iR HIL

Department of Genetics  iEf5% Genetics
F4F(Recommended Grade) 14 24F  34F 44F 54
1HifZ(credit)  #25°3] 2nd semester

¥ EKITANO Jun) BEE 44 (AKASHI Hiroshi)
HEE  Bith (SAITOU Naruya) #3A& %03 (MATSUMOTO
Tomotaka) FJII RRJ5 (ISHIKAWA Asano) fA4 =
(KAKUTANI  Tetsuji) 2£JII 58 (KUROKAWA Ken) EH
E #Eth (MIYAGISHIMA Shin-ya)

(BZEDOME Outline)

IS, P, B, SRR, TV XT 4
v 7 AR & OHEALEARY: & B EER T O KOS

INETOMREMG L=DBIZ, B s 7 LH TR
%2 L OHBRDH LVRZIC OV Tl & 1T 9.

After introduction of basic knowledge on various fields of
evolutionary and population genetics, such as adaptive evolution,
neutral evolution, speciation, symbiosis evolution, and
epigenetics evolution, we discuss what kinds of new questions
will be possible to answer by employing emerging genomic

technologies.
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Study basics of evolutionary genetics and recently developed
genomic tools applied to the field.
Understand what kinds of research questions you can address

employing evolutionary genetic and genomic tools.
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Attendance of the class and questions during the class
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AR 13:30 - 15:10
10A26H  FE4r{k Speciation ({LEF)
11H2H & R 7 A 1FIE F S Protein evolution and

nearly neutral evolution (1)

1LA16H  REHENT 4 #E{R Phylogenetics and population
genetics (% %)

1MH30R  @EsElLD s 7 LI Genomic signatures of
adaptation (FAAK)

12A7H @IS E(LO 5 7 H4HE Molecular mechanisms of

adaptation (F1)11)

12H21H =¥t %/ A Lt Epigenome and evolution (4
)

1AILE A %5 7 A& kUsing metagenomics for evolution
research (54J1])

2H18 34 L Symbiosis evolution  (E &)

After introduction of basic knowledge on various fields of
evolutionary and population genetics, such as adaptive evolution,
neutral evolution, speciation, symbiosis evolution, and
epigenetics evolution, we discuss what kinds of new questions
will be possible to answer by employing emerging genomic

technologies.

13:30 - 15:10 on Fridays

October 26  Speciation (KITANO)
November 2 Protein evolution and nearly neutral evolution
(AKASHI)

November 16 Phylogenetics and population genetics (SAITOU)
November 30 Genomic signatures of adaptation (MATSUMOTO)
December 7
(ISHIKAWA)
December 21 Epigenome and evolution (KAKUTANI)
January 11
(KUROKAWA)
February 1  Symbiosis evolution (MIYAGISHIMA)
(EHEIHFT Location]
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Molecular mechanisms of adaptation

Using metagenomics for evolution research

2F seminar room of the library in National Institute of Genetics
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