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LT LEYDE Evolutionary Genomics

BFHA 2nd semester
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After introduction of basic knowledge on various fields of evolutionary and
population genetics, such as adaptive evolution, neutral evolution, speciation,
symbiosis evolution, and epigenetics evolution, we discuss what kinds of new
questions will be possible to answer by employing emerging genomic technologies.
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Study basics of evolutionary genetics and recently developed genomic tools applied
to the field.

Understand what kinds of research questions you can address employing
evolutionary genetic and genomic tools.
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To obtain credit one must attend at least three of the classes and submit a report
on either one of the classes or the entire course. The report should summarize
what you learnt from the lecture and how you would be able to apply the methods
or the ways of thinking to your own research within about 1 page of A4-sized
paper. The grades will be A, B, C, and D, which are determined by the quality of
the report.
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£#EH 13:30 - 15:10

108308 7#E91t Speciation (1LEF i)

1186H g N . . _ .
12845 ik .EH&(R Phylogenetics and population genetics (F#k Bith)

118138 5> )\Us(L,/(2(EHIZER Protein evolution and nearly neutral evolution (BEF #4)
118208 BEitEEDs /) AEEF Genomic signatures of adaptation (A& %15)

118278 BEiSE(EDD FHiE Molecular mechanisms of adaptation (&Jll F&J3)

128118 I B4 A&i#EAL Epigenome and evolution (87 #d2)

128188 A#%%4'J &L Using metagenomics for evolution research (21| £8)

188H 451 Symbiosis evolution (EHE )

After introduction of basic knowledge on various fields of evolutionary and
population genetics, such as adaptive evolution, neutral evolution, speciation,
symbiosis evolution, and epigenetics evolution, we discuss what kinds of new
questions will be possible to answer by employing emerging genomic technologies.

13:30 - 15:10 on Fridays

October 30 Speciation (Jun Kitano)

November 6= December 4 Phylogenetics and population genetics (Naruya Saitou)
November 13 Protein evolution and nearly neutral evolution (Hiroshi Akashi)
November 20 Genomic signatures of adaptation (Tomotaka Matsumoto) November
27 Molecular mechanisms of adaptation (Asano Ishikawa)

December 11 Epigenome and evolution (Tetsuji Kakutani)

December 18 Using metagenomics for evolution research (Ken Kurokawa) January
8 Symbiosis evolution (Shin-ya Miyagishima)

SEjiei5Ph Location
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Zoom online

{EAS5E Language
ESS

HPZE - 2=KZE Textbooks and references
TRU

None
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KITANO Jun, SAITOU Naruya, AKASHI Hiroshi, MATSUMOTO Tomotaka, ISHIKAWA
Asano, KAKUTANI Tetsuji, KUROKAWA Ken, MIYAGISHIMA Shin-ya
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